
Personal Profile
Dr R Magesh is a Microbiologist with a Post Graduation in Biotechnology and a Doctorate in Computational Biology. His 

expertise in teaching includes Microbiology, Bioprocess Technology, environmental biotechnology and Molecular 

Biology. His area of research focuses on screening drugs from natural databases and plant sources to combat oral 

cancer, microbial drug resistance, and metabolic diseases through the application of in-silico and in-vitro study 

methods(cancer cell lines and Geno typing and gene expression studies . Furthermore, his research incorporates Multi-

Omics (Transcriptomics, metagenomics, Metabolomics &amp; Microbiomics) to unravel genetic variants, oncogenic 

signatures, and molecular pathways associated with complex diseases. 

Throughout his time at SRIHER, Dr R Magesh has successfully published 33 high-impact international peer-reviewed 

research articles. Additionally, he has been awarded two ICMR projects (as Principal Investigator and Co-Principal 

Investigator), a SRIHER GATE project, and several publication awards. His research focuses on unraveling complex 

biological systems, and is dedicated to leveraging this understanding to create innovative therapies and interventions 

for improving human health.

Computational Biology lab

Dr R Magesh and his lab focus on functional mutations of proteins, particularly those related to inflammatory disorders 

and utilize computational modeling to understand how mutations impact protein function. The goal is to use this 

information to develop new treatments for inflammatory diseases. Understanding the effects of protein mutations can

help understand how diseases develop and how to treat them. They use computers to simulate the behavior of proteins 

with different mutations and see how these mutations affect protein function. This information can help identify key 

mutations that drive disease and develop targeted therapies that correct these mutations or mitigate their

effects..

Lab Members

1) Ms.Madhana Priya N: Title- Computational Screening of Potent Natural Metabolites against Drug Resistant

Mycobacterium tuberculosis. (Synopsis - Completed)

2) Ms. Priyanka K : Title- Characterizing the Mutational Landscape of Selected Lysosomal Storage Disorder using

Computational Pipeline.( Synopsis Completed)
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Research Interests

Numerous academic publications highlight Dr. R. Magesh &#39;s interests and achievements, and the significant

number of citations signify his deep involvement in the field of research. An h-index of 10 and an i10-index of 11 reflect

his academic significance and highlight the contributions to scientific literature.

Research Areas

Dr. Magesh is involved in the field of Computer-Aided Drug Design, which integrates computational techniques to

facilitate the discovery and design of new therapeutic drugs. This area encompasses various methodologies for

predicting the interactions between drugs and their biological targets, which is crucial for developing effective

pharmaceuticals.


